Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.097; data-to-parameter ratio = 9.6.
Experimental
Crystal data C 6 H 12 O 5 M r = 164.16
Orthorhombic, P2 1 2 1 2 1 a = 4.8538 (2) Å b = 9.5323 (4) Å c = 15.6718 (6) Å V = 725.12 (5) Å 3 Z = 4 Mo K radiation = 0.13 mm À1 T = 200 K 0.21 Â 0.06 Â 0.05 mm
Data collection
Nonius KappaCCD diffractometer 5622 measured reflections 1001 independent reflections 937 reflections with I > 2(I) R int = 0.030 Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.097 S = 1.14 1001 reflections 104 parameters H-atom parameters constrained Á max = 0.43 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: COLLECT (Nonius, 2004) ; cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO (Otwinowski & Minor, 1997) and SCALEPACK; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and SCHAKAL99 (Keller, 1999) ; software used to prepare material for publication: SHELXL97. The bond lenghts and angles between the non-hydrogen atoms are normal. The pyranose ring adopts a slightly distorted 4 C 1 conformation, the puckering parameters (Cremer & Pople, 1975) being Q = 0.551 (2) Å and θ = 6.0 (2)° (Fig. 1) . The exocyclic C6-O6 bond is orientated gauche-trans relative to the C5-O5 and C4-C5 bonds of the ring. In the crystal structure the compound forms a three-dimensional hydrogen-bonded network, where each hydroxy group acts as a donor in an intermolecular hydrogen bond to a different neighboring molecule. Acceptor functions are either the ring oxygen atom (O5) or the hydroxy oxygen atoms (O1, O3, O6). The hydrogen bond pattern is shown in Figure 2 .
Structure Reports Online
Experimental 2-Deoxy-D-arabino-hexose (0.164 g, 1 mmol) was dissolved in 1 ml of water and a solution of phenylboronic acid (0.122 g, 1 mmol) in 1 ml of methanol was added. The obtained solution was stirred at ambient temperature for 2 h. The solvent was then removed under reduced pressure. The remaining solid was dissolved in aceton and slowly evaporated to give colourless crystals suitable for X-ray analysis.
Refinement
Since the compound is a weak anomalous scatterer, 662 Friedel pairs were merged. The absolute structure was assigned according to the known stereochemistry of the starting material. Carbon-bound as well as oxygen-bound H atoms were placed in calculated positions (C-H 0.99 Å for CH 2 -groups, C-H 1.00 Å for CH-groups and O-H 0.84 Å for hydoxy groups) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2U eq (C) for the CH2-groups and CH-groups and 1.5U eq (O) for the hydroxy groups. 0.0372 (9) 0.0192 (7) 0.0189 (6) −0.0015 (7) −0.0060 (7) −0.0002 (6) O6 0.0379 (9) 0.0340 (9) 0.0195 (7) −0.0042 (8) 0.0005 (7) −0.0010 (6) C1 0.0346 (12) 0.0215 (10) 0.0216 (9) 0.0010 (10) −0.0013 (10) 0.0013 (8) C2 0.0297 (11) 0.0221 (10) 0.0226 (9) −0.0003 (10) 0.0013 (10) 0.0023 (8) O6-H86···O3 iv 0.84 1.84 2.670 (2) 170.
Symmetry codes: (i) x−1/2, −y+3/2, −z+2; (ii) −x, y−1/2, −z+3/2; (iii) x+1/2, −y+1/2, −z+2; (iv) −x+1/2, −y+1, z+1/2. supplementary materials sup-5 
